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101 T GAGCGGAGT AGCGAGT C GGCAAC CCGGAGGGGT AGAAAT ATTTCTGTGAT GGCT CAT TGAAAGACT AGGACCAAT GAT GGAAAAAT+ ACAT AT CCGCC T 

MeUVlaHisSerLysThrArgThrAsnAspGlyLysIleThrTyrProPro 

201 GGGGTCAAGGAAATATGAGATAAAATATCTAAAGAGGAGATGGTGAGACGATTAA^ 
GlyValLysGluIleSerAspLysIleSerLysGluGluMetValArgArgUm^ 

301 AAGAAAAGGAGCTTTATTTAAACCTAGCTTTACATCTTGCTTCAGATTTTTTTCTC^ 

luGluLysGluLeuTyrl^uAsnl^uAlaLeuHisLeuAlaSerAspPhePheLeuLysHisProGlyLysAspValArgLeuLeuValAlaCysCysLe 

401 TGCTGATATTTTCAGGATTT ATGCTCCTGAAGCTCCTTACACATCCCCTGAT AAACTAAAGGATATATTTATGTTTATAAC^GACAGTTGAAGGGGCTA 
uAlaAspIlePheArglleTyrAlaProGluAlaProTyrThrSerProAspLysLeuLysAspIlePheMetPhelleThrArgGlnLeuLysGlyLeu 

501 GAGGATACAAAGAGCCCACAATTCAATAGGTATTTTTATTTACTTGAGAACATTGCTTGGGTCAAG 

GluAspThrLysSerProGlnPheAsnArgTyrPheTyrLeuLeuGluAsnlleAlaTrpValLysSerTyrAsnlleCysPheGluLeuGluAspSerA 

601 ATGAAATTTTCACCCAGCTATACAGAACCTTATTT 

snGluIlePheThrGlnLeuTyrArgThrLeuPheSerVallleAsnAsnGlyHisAsnGlnLysValHisMetHisMetValAspLeuMetSerSerll 

7 0 1 TATTTGTGAAGGTGATACAGTGTCTCAGGAGCTTTTGGATACGGTTTTAGTAAATCTGGTACCTGCTCATA^ 

elleCysGluGlyAspThrValSerGlnGluLeuLeuAspThrValLeuValAsnLeuValProAlaHisLysAsnLeuAsnLysGlnAlaTyrAspLeu 

6 0 1 GCAAACXSCTTTACTGAAGAGGACAGCTCA^ 

AlaLysAlaLeuLeuLysArgThrAlaGlnAlalleGluProTyrlleThrThrPhePheAsnGlnValLeuMetLeuGlyLysThrSerlleSerAspL 

901 TGTCAGAGCATGTCTTTGACTTAATTTTGGAGCTCTACAATATTGATAGTCATTTGCTGCTCTCTGT 

euSerGluHisValPheAspLeuIleLeuGluLeuTyrAsnlleAspSerHisLeuLeuLeuSerValLeuProGlnLeuGluPheLysLeuLysSerAs 

1 00 1 TGATAATGAGGAGCGCCTACAAGTTGTTAAACTACTGGCAAAAA 

nAspAsnGluGluArgLeuGlnValValLysLeuLeuAlaLysMetPheGlyAlaLysAspSerGluLeuAlaSerGlnAsnLysProLeuTrpGlnCys 

1101 TACTTGGGCAGGTTTAATGATATCCATGTACCJATCCGCCTGGAATGTGT 

TyrLeuGlyArgPheAsnAspIleHisValProIleArgLeuGluCysValLysPheAlaSerHisCysLeuMetAsnHisProAspLeuAlaLysAspL 351 

1201 3.. 

1301 ^l^T^±lll^ - 

1401 AAATATGCTTT ACAGTCAGCAGCTCSGAAAAGATGCTGCAAAACAGATAG^ 

^TyrAlaLeuGlnSerAla^^^ 451 

1501 f P S c J T u £?!^^ "« 

1601 S^2SES^E^^^ 

17 01 ACAGATGCCAGTGTCAAGGCCAT ATTTTCAAAAGTGATGGTTATTACAAGAAATTTACCTGATCCT 

xl^pAl^ 551 

1801 AGGTGTTAGAAGATGATGAGAAAATAAGAAAGCAGTTAGAAGTACTT 

InValLeuGluAspAspGluLysIleArgLysGlnLeuGluValLeuValSerProThrCysSerCysLysGlnAlaGluGlyCysValArgGluIleTh 584 

1901 TAAGAAGTTGGGCAACCCCAAACAGCCTACAAATCCTTTCCTGGAAATGATCAAGTTTCTCTTGGAG^^ 

700 1 ATCAGTGCTCTTATTAAACAAGTGAACAAATCAATAGATGGAACAGCAGATGATGAAGATGAG 

2101 AACTGCTTAAGGTACTCTCATTTACACATCCCATCTCATTTCATTCTGCTGAAACATTTGAATCATTACT 

2->01 AGC AG AAGC TG C AC T AC AAAT T T T CAAAAACAC AG GAAGC AAAAT T GAAGAGGAT T T T CC AC AC AT C AGAT CAG CCT T G CTT C CT GTT T T AC AT C AC AAA 

"> 30 1 TCT AAAAAAGGACCCCCCCGTCAAGCCAAATATGCCATTCATTGTATCCATGCGATATTTTCTAGT A^AGAC^CCCAGTTTGCACACJATATTTGAGCCTC 

Se^y^G^^ 751 
^ 0 1 TGCATAAGAGCCTAGATCCAAGCAACCTGGAACATCTCATAACACCATTGGTTACTATTG 

-Sfll TTrfLAAATCTTCGGTAGCTACTTTCATTGTGAAAGATCTTCTCATGAATGATCGGCTTCCAGGGAA^ 

" 5 oT^^SerT^^ 817 

-601 rTATCTCCTGAGACAATGGTCAAA^ 
_601 GTATCTCCTGAGACAA^ 



C901 



TAAGATTGCTAACAACAATATTGCATAGTGATGG^GACTTGACAGAACAGGGGAAAATTAGTAAACCAGATATGTCACGTCTGAGAC 

TGrTATTGTCy\AGCTGGCACAAGAACCCTGTTACCATGAAATCATCACATTAGAACAAT 

GTAAGACAAGTGTTTGCCCAG^WTTTCACAAAGG 



300! TA^GGAGAGAAGAGCTCATGCTAGGCAATGTTTGGTGAAAAATAT^ATGTAAGGCGGGAGTA^ 



^tys^uA^ 

GTCTCTTCTACCAGAGTATGTTGTTCCATATACAATTCACCTTTTGGCACATGACCC^ 
uSerLeuLeuPro^^^ 

AAAGAATGTCTTTGGTTTGTTCTGGAAATATTAATGGCTAAAAATGAAAATAACAGTCACGCTTTTATCAGAAAGATGGTAGAAAA 
^G^Cyl^TcpPheValLeu^ 
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ftGl^^BbcAAAAATGAATGAAAAACTGTACACTGTGTGTGATGTTGC(!^^BlT 

0A^i^RuaLysMetAsnGluLysLeuTyrThrValCysAspValAlaRW?sn 



3301 AAGATGCCCAAGGACCAGi^^KCAAAAATGAATGAAAAACTGTACACTGTGTGTGATGTTGCd^^pTATCATCATGTCAAAGAGTACTACATACAG 

ysAspAlaGlnGlyProAi|^^AlaLysMetAsnGluLysLeuTyrThrValCysAspValAla?!W?snIleIleMetSerLysSerThrThrTyrSe 1084 

34 01 TTTGGAATCTCCTAAAGACCCGGTACTACCAGCTCGTTTCTTO 

rLeuGluSerProLysAspProValLeuProAlaArgPhePheThrGlnProAspLysAsnPheSerAsnThrLysAsnTyrLeuProProGluMetLys 1117 

3501 TCAT T T T TC^C T CCT GGAAAAC CT AAAACAAC CAAT GT T C T AGGAGCT GT T AACAAGCCACT T T CAT CAGCAGGCAAGCAAT CT C AGAC C AAAT CATCAC 

SerPhePheThrProGlyLysProLysThrThrAsnValLeuGlyAlaValAsnLysProLeuSerSerAlaGlyLysGlnSerGlnThrLysSerSerA 1151 

3601 GAATGGAAACTGTAAGCAATGCAAGCAGC^GCTCAAATCCAAGCTCTCCTGGAAGAATAAAGGGGAGGCTTGATAGTTCTGAAA 

rgMetGluThrValSerAsnAlaSerSerSerSerAsnProSerSerProGlyArgl leLysGlyArgLeuAspSerSerGluMetAspHisSerGluAs 1184 

3701 TGAAGATTACACAATGTCTTCACCTTTGCCGGGGAAAAAAAGTGACAAGAGAGACG^ 

nGluAspTyrThrMetSerSer ProLeuProGlyLysLysSerAspLysArgAspAspSerAspLeuValArgSerGluLeuGluLysProArgGlyArg 1217 

3801 AAAAAAACGCCCGTCACAGAACAGGAGGAGAAATTAGGTATGGATGACTTGACTAAGTTGGTACAGGAACAGAAACCTAAAGGCAGTCAGCGAAGTCGGA 

LysLysThrProValThrGluGlnGluGluLysLeuGlyMetAspAspLeuThrLysLeuValGlnGluGlnLysProLysGlySerGlnArgSerArgL 1251 

3901 AAAGAGGCCATACGGCTTCAGAATCTGATGAACAGCAGTGGCCTGAGGAAAAGAGGCTCAA^ 

ysArgGlyHisThrAlaSerGluSerAspGluGlnGlnTrpProGluGluLysArgLeuLysGluAspI leLeuGluAsnGluAspGluGlnAsnSer Pr 1284 

4 001 GCCAAAAAAGGGTAAAAGAGGCCOACCACCAAAACCTCTTGGTGGAGGTACACCAAAAGAAG^ 

oProLysLysGlyLysArgGlyArgProProLysProLeuGlyGlyGlyThrProLysGluGluProThrMetLysThrSerLysLysGlySerLysLys 1317 

4 101 AAATCTGGACCTCCAGCACCAGAGGAGGAGGAAGAAGAAGAAAGACAAAGTGGAAATACGGAACAGAAGTCCAAAAGCAAACAGCACCGAGTGTCAAGGA 

LysSerGlyProProAlaProGluGluGluGluGluGluGluArgGlnSerGlyAsnThrGluGlnLysSerLysSerLysGlnHisArgValSerArgA 1351 

4 201 GAGCACAGCAGAGAGCAGAATCTCCTGAATCTAGTGCAATTGAATCCACACAGTCCACACCACAGAAAGGACGAGGAAGACCATCAAAAACGCCATCACC 

rgAlaGlnGlnArgAlaGluSerProGluSerSerAlalleGluSerThrGlnSerThrProGlnLysGlyArgGlyArgProSerLysThrProSerPr 138 4 

4 301 ATCACAACCAAAAAAAAATGTGTAAGTTGTAAATATTACATTTCAAACCAATTTCAAATTATTTTGCAAAAGTTCCTAAATTTGTAAACATACATATTGC 

oSerGlnProLysLysAsnValEnd 1391 

4 4 01 TGT ATTTA AATTCCATAT ATTTA GCCCCATTACACTAGGTACGGCGGCGAAGTGCTAAAAGGGAACGGCGATGAACAAATGTAATTAATAACTTTCTCTG 

4 501 TGAAAGCTTTGGAAAAATCTTTTTTTTTTTTTTTTTTTTTTGGTCAAGCTTGAGGCTGAATAAAGCCTTTGATGCACAAAATGGGACTGCTGAAGAGTGG 

4 601 ACAGTTGGACCTTACTTTGGTGACCCCATACATTTGTGGTCACATGCTTTAGCCATACACATGGTAACATTGACTATGGAGTCTTGTGAAAGTGTAATGT 

4 7 01 GCGATGGCTATGTAGACATAAAGAAGAAACTTGTAAATATCTTTTTTCTTTTTTTTAATGTTTCTGATTTCTGAAGTGCTTGTATAGCTTTTATCTGCGG ' 

4 801 CTTTAAACTGACAGTACCCGACTGTTTATTGGATCTATTGATTTGAAAAGAATTTGTTAGGATAGATCTTAAGCAGTAATCTGTCAGTGTTTGTATTTGT 

4 901 ATTTTCTGCA ATTTTA CTGTGAAAAAAAATTTGTTTTCAACAATTGGTGTCATTTTCTTGATGTCACTATTTGTTGGAGAGTTAAATGGTCTCTTCCCTT 

5001 TGTGTATCTTACCTAGTGTTTACTCCf GGGCACCCTTAATCTTCAGAGGTGCTAAATTGTCTGCCATTACACCAGAAGGATGCCTCTGATAGGAGGACAA 

5101 CCATGCAAATTGTGAAATAGTCCTGAAGTTCTTGGATTACTTTACACCTCAGTATTGATTTGTCCCAGAATTTTCTGGCCTTTCATGGCAATGAAAATTT 

5201 TAAGAAGAAAG ATTTA AAGT ATTTTAATTTTA AAGAGTGTGTTATAAAATAATGTA.CTGAATTCTTTATCCC ATTTTA TCATCCTTTCAGTTTTTATTAA, 

5301 TCTACTGTATCAATAAAATTCTGTAATTTGAATGAGTAAAAAAAAAAAAAAAAA.^ (5337) 
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